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https://github.com/OpenGene/fastp
https://github.com/alexdobin/STAR
https://broadinstitute.github.io/picard/
https://github.com/ShiLab-Bioinformatics/subread
https://www.ncbi.nlm.nih.gov/geo/
https://www.ncbi.nlm.nih.gov/geo/
https://youtu.be/K8LQSvtjcEo?si=62tZfaOVLxWAgzmt
https://youtu.be/udyAvvaMjfM?si=Z9HocVcVv-2pFyPu
http://revigo.irb.hr/
https://string-db.org/
https://bioinfogp.cnb.csic.es/tools/venny/
https://bioinfogp.cnb.csic.es/tools/venny/
https://guangchuangyu.github.io/software/clusterProfiler/
https://guangchuangyu.github.io/software/clusterProfiler/
https://federicomarini.github.io/pcaExplorer/articles/pcaExplorer.html
https://federicomarini.github.io/pcaExplorer/articles/pcaExplorer.html
https://davidbioinformatics.nih.gov/tools.jsp
https://davidbioinformatics.nih.gov/tools.jsp
https://biit.cs.ut.ee/gprofiler/gost
https://string-db.org/
https://github.com/PF2-pasteur-fr/SARTools
https://www.ncbi.nlm.nih.gov/geo/geo2r/
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